


[bookmark: _GoBack]We, for the first attempt, demonstrated the interaction of FAM222A with the amyloid-beta(Aβ) at the atomic level.  Here, we first predict the 3D structure of the FAM222A protein using homology modeling. Then, two different length amyloid-beta peptides with known crystal structures are docked to the model, and critical interactions between residues found from the calculations are reported. In our study, we investigated the interaction of a brain atrophy susceptibility gene, FAM222A with the amyloid-beta peptide that is responsible for Alzheimer's Disease progression via an in silicon analysis. Our findings will broaden our horizon of knowledge in understanding this disease's pathogenesis.
