G-quadruplex-DNA, folded in the c-Myc-oncogene promoter region, is an attractive target for directing gene therapy of cancer disease. We, previously, investigated the interactions between a wide spectrum of structurally diversified ligands and the G-quadruplex in a systematic fashion. As a consequence, unique ligands were established, what enabled the present research with the goal of finding an optimal G-quadruplex binder. Herein, a lead candidate, with a substantial propensity to satisfy the structural and physicochemical requirements for optimal biological activity, is identified; thereby grounding both novel opportunities for experimental research in vitro/in vivo and more room for a creative anti-cancer drug design.
