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[bookmark: _GoBack]	Synthesis and characterization of bis[2-hydroxy benzylidene hydrazono)(methylthio) -methyl]disulphide. The structure is confirmed by spectral data and single crystal X-ray analysis. Molecular docking results confirm the compound can act as a potent inhibitor for the carbonic anhydrase II.
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Figure 1: (a) shows the position of the docked ligand in the binding cavity of protein shown with electroscopic surface
map. The red color indicates the regions of high negative potential, white color indicates neutral regions and the blue re-
gions indicates the regions of positive potential. (b) shows the ligand interacting residues with the protein in a 2d map.

The green line indicates I1-I1T stacking bonds and the red line indicates the H bonds. The residues involved in the non
bonded interactions are shown as spheres.




