Discrimination between Synechocystis members (Cyanobacteria) based on heterogeneity of their 16S rRNA and ITS regions

Statement of novelty

[bookmark: _GoBack]We present the first systematic analysis of cyanobacteria of the Synechocystis genus, based on rRNA gene segments that are standardly used for discrimination among related organisms. Synechocystis sp. PCC 6803 is the model cyanobacterial strain and is often used in biotechnology and synthetic biology. Understanding related species in the environment could be important in biosafety risk assessments. Our results will serve as the basis for DNA barcoding and they demonstrate that due to its heterogeneity, the Synechocystis genus urgently needs a taxonomic reinvestigation. Moreover, we show that the sequence of the ITS region allows for discrimination to the strain level.
