Statement of novelty
[bookmark: _GoBack]Submitted manuscript is a technical paper discussing phage-displayed random peptide libraries as a tool for mapping epitopes of protein antigens. Target antibody is used as a mold to which an affinity-selected peptide conforms, thereby mimicking a specific antigenic determinant. In turn, peptide’s residues are aligned onto antigen’s surface. We present data on epitope mapping for three model proteins as recognized by six neutralizing monoclonal and polyclonal antibodies whose binding mode was not previously characterized. Validity of deduced epitopes is supported by structure-activity data from literature. We also demonstrate the influence of library design on the outcome of screening.
